
 
 
 
 
 
 
Position: Bioinformatics Science Intern (Co-op) 
Reports To: Director of Computational Biology 
Status: Non-Exempt 
 
TwinStrand Biosciences is a Seattle-based genomics company focused on developing cutting-edge 
approaches for early detection of cancer, treatment optimization, and risk prediction using our ultra-
accurate Duplex Sequencing Technology. We are seeking a highly motivated contributor to join our 
team as a Bioinformatics Science Intern. 
 
You may be an exceptional fit for our team if you are a creative and motivated individual who wants to 
co-invent and deploy analytical methods that support a diverse set of applications with the goal of 
rapidly and effectively improving human health. You will be challenged to meet a substantial breadth 
of computational needs in a young and rapidly growing genomics company. You will be afforded 
significant autonomy with the support of a tight-knit team of computational biologist, bioinformaticians, 
and bioinformatics engineers. 
 
As a part of our Computational Biology Department, you will contribute to data analysis projects that 
will require you to use programming and exploratory data analysis skills. Example projects include the 
design of custom personalized oncology-related hybrid selection panels, authoring of visualization 
scripts to be run by our core pipelines, building data analytics dashboards for the assay development 
scientists, and inventing new strategies for evaluating highly experimental biomolecular techniques 
using our Duplex Sequencing Technology. 
 
At TwinStrand, you will become proficient in many skills beyond those that are absolutely required for 
the core role of Bioinformatics Scientist Intern because we encourage translational skill-building, 
diverse teams, and intense scientific collaboration. You are the ideal candidate if you have a creative 
mindset, proven abilities collaborating in a team environment, great data presentation skills, and a love 
for working within a high-performance team. 
 
There is potential for full-time employment after the duration of this internship. 
 
TwinStrand is positioned on the waterfront of Elliot Bay and has a great company culture. We routinely 
celebrate the individual and team successes, have happy hour activities at the end of each week, and 
collaborate with many researchers outside of the company to accelerate our scientific program. 
 
 
 
 
 
 
 
 
 
 
 



RESPONSIBILITIES 
 

• Perform end-to-end analysis of project data that includes quality control, data tidying, 
hypothesis testing, interpretation, and subsequent graphical presentation using our own 
internal software toolkits as well as open source methods. 

• Investigate longitudinal metrics across sequencing runs and interpret data related to assay 
performance, sequencing QC, and hybrid selection panel performance. 

• Influence experimental design with regard to anticipated data needs for our customers as 
well as internal development projects. Help test, troubleshoot, and improve experimental 
designs with the Assay Development Department to increase value to our customers. 

• Maintain detailed documentation of all analysis to ensure excellent reproducibility. 
• Author scripts in both Python or R that will be used to automate routine analysis. 
• Generate and present data reports for the team, outside stakeholders, and customers that 

translate complex ideas into relevant and intuitive explanations. 
• Develop and build custom analytical tools, as needed. 
• Collaborate with other teams at TwinStrand on topics that include software engineering, 

assay development, project outcomes, and product features. 
• Other duties as assigned. 

 
 
EXPERIENCE 
 

• A creative problem solver who is resourceful and innovative. 
• Familiarity with NGS data and standard bioinformatics tools (DNA sequencing, alignment, 

variant calling) 
• Skilled at scientific programming applied to biological topics. 
• Internally driven to dig deeply through various data types to seek out answers, gain insights 

from unexpected findings, and question assumptions. 
• Proficient in at least one programming language with awareness of others. Ideally a strong 

ability to write in both Python and R, but not required. 
• Thorough in your code documentation and very with version control practices and tools. 
• Knowledgeable in statistical methods and their application to genomics. 
• Self-directed, and takes on challenges, yet is comfortable in asking for help when needed. 
• Strong in interpersonal skills and an ability to work well within a team. 
• Someone who thrives in a fast-paced environment with ambitious goals and timelines. 

 
 
Interested applicants can send a resume and cover letter to careers@twinstrandbio.com 
 
 
 
 
 
 
 
 
 



 

 
ABOUT TWINSTRAND BIOSCIENCES 
 
We are a vibrant, young company committed to applying a powerful new genomic technology across 
disciplines to improve human health and accelerate scientific discovery. Our mission is to develop and 
deliver the unprecedented accuracy of Duplex Sequencing to applications in clinical medicine and life 
sciences where it can do the greatest good for the greatest number of people. Our approach is 
multifaceted and encompasses internal development projects, external collaborations and 
empowering partner organizations. Our operation is strongly rooted in the academic principles of 
responsible citizenship within the broader scientific community, yet executed with the nimbleness of a 
startup, such that research can be rapidly translated into products that benefit many. To the greatest 
extent possible, we strive for open sharing of knowledge and discovery through publication, and open-
source tools and resources. 
 
TwinStrand Biosciences is an equal opportunity employer. 
 
We celebrate diversity and are committed to creating an inclusive environment for all employees. 


